pEASY-Blunt3 complete sequence

GGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGGCCGCGGGAATTCGATTGGATCGCCCTTAAGGGCGATCCCAATCACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGTCACCTAAATAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATA 

M13F：5'-GTAAAACGACGGCCAGT-3'  Cat.No.：GJ101-01

M13R：5'-CAGGAAACAGCTATGAC-3'  Cat.No.：GJ101-11

Lac operon sequence: bases 2861-3021, 191-420 
Multiple cloning site: bases 10-153 
SP6 priming site: bases 164-183 
M13 reverse priming site: bases 201-217 
LacZ start codon: base 205 
Lac operator: bases 225-241 
pUC origin: bases 544-1217 
Ampicillin resistance ORF (c): bases 1362-2222 
f1 origin: bases 2422-2859 
M13 forward priming site: bases 3001-3017 
T7 promoter priming site: bases 3024-3 
(c) = complementary strand
[image: image1.png]g C*GGCCG 3 32,44, 103
2 GACGT"C 1 El
g AGT*ACT 1 1916
q TGCGCA 2 1658, 2081
5 GRGYRCC 3 287, 1384, 2667
g RGCGCAY 0 421,791, 2781, 2789
7 GTAMKAC 1 7
g AAPCGTT 2 1662, 2035
s [Acm ARCTAGT 1 0
10 [Acst RAAATTY 0 53,9, 2432, 2443
1 |Acyt GRUCGYC 2 18,1973
12 |Acul cCwiGe, 5 283, 571,692, 705, 2975
15 |AmatoR] CGATACG 2 1606, 2902
14 |Arazom CGATACG 2 1606, 2902
5 |Amal GTAC 1 1916
5 |am Grawice 2 1574, 1796
7 [am CATTAAG 1 7
5 |amm ARCRYGT 2 140,543
19 |Anal cCrs6e 0 31,923, 1619, 1970
20 |Anal GRACGYC 2 18,1973
21 |Ananl TITARA 3 1302, 1321, 2013
2 |Anal GACHNNARRGTC 1 1436
EEC CTGCA™G) 1 4
24 |AiAN CTGCA"G) 1 4
25 |Awen GWGCWAC 0 135, 861, 2022, 2107
25 |Awan GTGCAC 2 57,2103
27 [ CAGNNNACTG 1 959
25 |Aocl GDGCHAC 5 15, 135, 861, 2022, 2107,
2705
29 Aot cCwiGe, 5 283, 571, 692, 705, 2975
0 |Aost TGCGCA 2 1658, 2681
51 |Aosi GRACGYC 2 18,1973
52 |Apal GGGCCAC 1 15
53 |Apall G*TGCAC 2 57,2103




[image: image2.png]34 [ApaoRI CCAWGG. 5 283, 571, 692, 705, 2978
% |Apil CTGCA™G) 1 4

% RAAATTY 0 53,9, 2432, 2443
T cCwiGe, 5 283, 571, 692, 705, 2975
% ATATAAT 3 314,373, 1608

) cCrs6e 0 31,923, 1619, 1970
0 ATATAAT 3 314,373, 1608

) GAANNANTTC 1 2035

2 CTGCA"G) 1 4

5 Grawice 2 1574, 1796

“ GACHNNARRGTC 1 1436

" GWGCWAC 0 135, 861, 2022, 2107
0 GRACGYC 2 18,1973

a7 cCrs6e 0 31,923, 1619, 1970
% GRACGYC 2 18,1973

3 Grawice 2 1574, 1796

50 TGCGCA 2 1658, 2081

51 Grawice 2 1574, 1796

52 GRGYRCC 3 287, 1384, 2667

5 GRGCYAC 3 15, 135, 2105

5 CAGACTG 2 67,2931

5 CAGACTG 2 67,2931

5 CAGACTG 2 67,2931

57 ARCGCGT 1 140

5 GRACGYC 2 18,1973

5 GCATG"C 1 7

50 GWGCWAC 0 135, 861, 2022, 2107
&1 GAANNANTTC 1 2035

52 GRGYRCC 3 287, 1384, 2667

5 WrcCGaW 3 745, 896, 1721

5 cCwiGe, 5 283, 571, 692, 705, 2975
3 cCrs6e 0 1,923, 1619, 1970
5 R*CCGGY 2 1516, 2731

o7 Grawce B 1574,17%




[image: image3.png]e [Bdisl CATRYAG 6 10, 167, 808, 999, 1677,
2849

bo |Beti WrcCGaW 745, 896, 1721

OEED CTAG o1, 1038, 1291, 1626, 2781

S YAGGCCR 32,44,103, 382, 1824,
EX]

72 |ormi CHTRYAG 5 0, 167, 808, 999, 1677,
2849

B ATGCAT 1 151

7 |om CATTAAG 1 7

EEED ‘GCCHNNNAHGGC 4 40,43, 1556, 2674

76 |Bmetazt RGCAGCY. 0 419,789, 2175, 27871

77 |Bmetsl Grawice 2 1574, 1796

75 |Bmeziol Grawice 2 1574, 1796

T GDGCHC 6 15, 135, 861, 2022, 2107,
2705

50 [Bpoar AT-TAAT 3 314,373, 1608

b1 [Bpur GRGCY~C 3 15, 135, 2105

2 |BsaAl YAC'GTR 1 2630

o3 |Bsant GATHNANNATC 1 o

ot |Bsanl GRACGYC 2 18,1973

o5 |Bsan CRCHNGG 5 35,47, 202, 703, 2977

o5 |Bsam WrcCGaW 3 745, 896, 1721

o7 |Bsettal R*CCGGY 2 1516, 2731

es_|Bsetl cCwiGe, 5 283, 571,692, 705, 2975

oo |Bsetn cCwiGe, 5 283, 571, 692, 705, 2975

0 |Bsezst cCwiGe, 5 283, 571, 692, 705, 2975

o1 |Bsessal R*CCGGY 2 1516, 2731

b2 |Bseal GATHNANNATC 1 o

o5 |Bsenl cCwiGe, 5 283, 571, 692, 705, 2975

ot [Bsenl CRCHNGG 5 35,47, 202, 703, 2977

o5 |Bsexal CGGCCE 3 32,44,103

o5 |Bsnisest GATHNANNATC 1 o

o7 |Bshasi GWGCWAC 0 135, 861, 2022, 2107




[image: image4.png]o7 [Bsnas GWGCWAC 4 135, 861, 2022, 2107
s |Bshal cCwiGe, 5 283, 571,692, 705, 2975
oo [Bshml GRGYRCC 3 287, 1384, 2667
CHES GATHNANNATC 1 o
101_|Bsinkal GWGCWAC 0 135, 861, 2022, 2107
02 [Bsilt cCwiGe, 5 283, 571,692, 705, 2975
103 _|Bsmsi CrCVNGG 1 £
104 _|Bsoct GDGCHAC 5 15, 135, 861, 2022, 2107,
2705
105_|Bsptao G+6GCCC 1
106 |Bsprassi GDGCHC 5 15, 135, 861, 2022, 2107,
2705
107_[Bspraan RGCGCAY 4 421,791, 2781, 2789
105 |[Bsptsaal CAGACTG 2 67,2931
Bsptal CACATGG 1 £
Bsp5191 GRGCY~C 3 15, 135, 2105
Bspe3l CTGCA™G) 1 4
BspBI CTGCA™G) 1 4
BspCl CGAT*CG 2 1606, 2902
BspHl TACATGA 2 1263, 2271
BspLs2l GDGCHC 5 15, 135, 861, 2022, 2107,
2705
ARCATGT 1 543
CAGACTG 2 67,2931
cCwiGe, 5 283, 571, 692, 705, 2975
CAGACTG 2 67,2931
GACHNNARRGTC 1 1436
CATTAAG 1 7
Grawice 2 1574, 1796
GATHNANNATC 1 o
R*CCGGY 2 1516, 2731
R*CCGGY 2 1516, 2731
CrCVNGG 1 £
CCWGG. B 283, 571, 692, 705, 2975




[image: image5.png]128 CCAWGG 5 283, 571, 692, 705, 2978
129 cCwiGe, 5 283, 571, 692, 705, 2975
130 cCwiGe, 5 283, 571, 692, 705, 2975
31 cCwiGe, 5 283, 571, 692, 705, 2975
152_|Bstosl CATTAAG 1 7

133_|BstACl GRACGYC 2 18,1973

134 _|BstoAl YAC'GTR 1 2630

135 _|BstoEl CTHAG 0 16, 1227, 1393, 1933
1% _|BstosI CRCRYGG 2 EX

137_|Bsthzt RGCGCAY 0 421,791, 2781, 2789
13_|Bsthtel cCwiGe, 5 283, 571,692, 705, 2975
13_|Bst cCwiGe, 5 283, 571, 692, 705, 2975
140_|Bstisi RCATGAY. 2 27,547

141_|Bstol cCwiGe, 5 283, 571,692, 705, 2975
142_|Bstsrl CHTRYAG 5 0, 167, 808, 999, 1677,
143_|Bstxal RAGATCY. 5

144_|Bsta CCANNNNNANTGG

145_|Bstr RAGATCY. 5 195, 1281, 1293, 2061,
146_|Bstz CGGCCE 3 32,44,103
147_|Bsutasal GRGCYAC 3 15, 135, 2105
14_|Bsubl CTGCA"G) 1 4

149_|BtnAl Grawice 2 1574, 1796
150_|BthDl cCwiGe, 5 283, 571,692, 705, 2975
151_|Btnel cCwiGe, 5 283, 571, 692, 705, 2975
152_|Bvul GRGCYAC 3 15, 135, 2105

153_| Caul Grawice 2 1574, 1796

154 | Caull cCrs6e 0 31,923, 1619, 1970

155 _| coil GerGGCeae 2 44,103

156_| Cool GCCAGGE 1 £

157_|cm CTGCA"G) 1 4

158 | crriol RACCGGY 2 1516, 2731




[image: image6.png]159 | Cra2l CCGC GG 1 50

50| crral CAGACTG 2

161 |crran CTGCA"G) 1

CEED CrCVNGG 1

CHED YAGGCCR 5 32,44,103, 382, 1824,
EX]

6| crun CTGCA"G) 1

CHE cceerGe 1

165 _|Cspoait GrGwce 2

167_|Cspoain ATGCA'T 1

16c_|cspol GTAC 1 1915

165 _|Cspal GC*G6CCGC 2 44,103

70 |cst CTGCA"G) 1 4

ZEE cCwiGe, 5 283, 571, 692, 705, 2975

72| cvial GTAC 1 1915

73| cvini GATAC 1 1915

174 Ddel CTHAG 0 16, 1227, 1393, 1933

175 |omal CAGACTG 2 67,2931

176 |opal AGT*ACT 1 1916

77 |oral TITARA 3 1302, 1321, 2013

7| oraml CACHNNAGTG 1 2630

17 |oral GACHNNNARNGTC 2 651, 2535

150 |Dsal CRCRYGG 2 EX

151 |Dsaml RAGATCY. 5 184, 1195, 1281, 1293, 2061,
278

152 _|Dsav Grawice 2 1574, 1796

152 _|Dsenl GACHNNNARNGTC 2 651, 2585

ENE cceerGe 1 )

155 |Esel YAGGCCR 5 32,44,103, 382, 1824,
EX]

185 |Eagsl CGAT*CG 2 1606, 2902

EAED C*G6CCE 3 32,44,103

ENET GrGwce 2 1574, 1796

189 |Eam11051 GACHNNANNGTC 1 143




[image: image7.png]190 | Eci136il GAGACTC 1
191 _|Ecizzl CTGCA"G) 1
192 |Eciaria CTGCA"G) 1
CEE GACHNNARRGTC 1 1436
EEE CAGACTG 2 67,2931
195 |Ecixt CGGCCE 3 32,44,103
196 |Ecotao CrCVNGG 1 )
197_|Ecotasti 2cCs6e 0 29,921, 1617, 1965
19| Ecozal GRGCYAC 3 15, 135, 2105
199 |Ecozssl AGT*ACT 1 1916
200 |Ecozok cceerGe 1 )
201 |Ecoant Grawice 2 1574, 1796
202 |Ecosal CGGCCE 3 32,44,103
205 | Ecossl GACCGGC 1 E2)
20| Ecostl GRGYRCC 3 287, 1384, 2667
205 _|Ecorski GRGCYAC 3 15, 135, 2105
206 | Ecoh 2cCs6e 0 29,921, 1617, 1965
207 | Ecohks YAGGCCR 5 32,44,103, 382, 1824,
EX]
EcolCRI GAGHCTC 1 13
EcoRl GRAATTC 2 53,9
EcoRll ACCWGE 5 281, 569, 690, 703, 2976
EcoTtal CrCVNGG 1 £
Ecotz2l ATGCAT 1 153
EcoTssl GRGCYAC 3 15, 135, 2105
ErnBol CGATACG 2 1606, 2902
ErnBoll CrCVNGG 1 £
Ernl CrCVNGG 1 £
Erpl GrGwce 2 1574, 1796
Espdl CTTAAG 1 7
FauliDl CA'TATG 1 2
Foil GTAMKAC 1 7
221 |[Fan Grawice 2 1574, 1796
22 |Fain TGC'GCA 2 1658, 2681




[image: image8.png]223 GRGCY"C 3 15,135, 2705
s RAAATTY 0 53,9, 2432, 2443
25 cCwiGe, 5 283, 571, 692, 705, 2975
26 TGCGCA 2 1658, 2681

1 Grawice 2 1574, 1796

2 Grawice 2 1574, 1796

29 cceerGe 1 )

0 cceerGe 1 )

= cceerGe 1 )

2 WeGreow 3 555, 569, 1021

) RGCGCAY 0 421,791, 2781, 2789
s GRAATTC 2 53,9

s CTGCA"G) 1 4

6 GWGCWAC 0 135, 861, 2022, 2107
7 Grawice 2 1574, 1796

=) GRGYRCC 3 287, 1384, 2667
=) Grawice 2 1574, 1796

20 GTCGAC 1

241 GRACGYC 2

22 GTCGAC 1

2z Grawice 2 1574, 1796

2 GRACGYC 2 18,1973

25 GRGYRCC 3 287, 1384, 2667

26 GRACGYC 2 18,1973

a7 Grawice 2 1574, 1796

2 GRACGYC 2 18,1973

29 Grawice 2 1574, 1796

250 GRGCYAC 3 15, 135, 2105

251 cCrs6e 0 31,923, 1619, 1970
252 GRACGYC 2 18,1973

253 GTY"RAC 1

254 GTY"RAC 1

255 GTY"RAC 1

256 GRACGYC 2




[image: image9.png]257 | Koxil GRGCY~C 3 15, 135, 2705

258 |Kpn37al cC6Cr66 1 E)

259 |Kpnaski GAATTC 2 53,9

250 | Kpnaskat ~ccs66 4 29,921, 1617, 1965

251 Kspl cC6Cr66 1

252 |Kzoksl Grawice 2

253 |Liabl CHTRYAG 5

254 [Lpnt RGCAGCY 0

255 |Mael CTAG 5

256 | maml GATHNANNATC 1

257 | menal GerGGCeae 2

25w RAGATCY. 5

259 |mgiassit cCrs66 4 31,923, 1619, 1970

270 |mhaAl CTGCA"G) 1 4

71 [wmwita cCrGeae 1 0

272 [t ARCGCGT 1 140

213 |mpht103t ATGCA'T 1 153

274 |maront GACCGGC 1 E2)

275 |mroxt GAANNANTTC 1 2035

276 |msit CAYNINNRTG 3 1658, 1647, 2206

21 |mspint GRUCGYC 2 18,1973

27 |mspA CMGACKG 6 49,367, 885, 130, 2071,
2931

275 |mspBal G*GYRCC 3 287, 1384, 2667

20 |mspel CTTAAG 1 7

281 |mspvzstt GWGCWAC 4 135, 861, 2022, 2107

22 |mspvi YAC'GTR 1 2630

s |msti TGCGCA 2 1658, 2081

24wtz CTAG 5 1, 1038, 1291, 1626, 2781

25 |mval cCwiGe, 5 283, 571, 692, 705, 2975

26 |txal GAGHCTC 1 13

287 |Nael GCCAGGC 1 B




[image: image10.png]288 [nbil CGAT*CG 2 1806, 2902
29 il cCrs6e 0 31,923, 1619, 1970
290 Mol CACATGG 1 )
291 | Wdel CA'TATG 1 2
292 Ngoam cC6Cr66 1 )
233 [Ngoa. G*CCGGC 1 E2)
234 [Ngom G*CCGGC 1 E2)
295 | Ngopil cC6Cr66 1 )
296 |NmeRi CAGACTG 2
297 Wopl GTCGAC 1
25|t GerGGCeae 2 44,103
299 [Wruct GACHNNARRGTC 1 1436
S0 [Wsbl TGCGCA 2 1658, 2081
S0t wsit ATGCAT 1 153
s02_|Wspsil CMGACKG 5 49,367, 885, 1130, 2071,
2931
50| Wspl RCATG™Y 2 27,547
S0 Wspl RCATG™Y 27,547
505 |Wspil GDGCHC 15, 135, 861, 2022, 2107,
2705
PacAl cceerGe 1 )
PacHl GRGCYAC 3 15, 135, 2105
Pacl GCATG"C 1
PacPl CTGCA"G) 1
Pacal cC6Cr66 1
Paml TGCGCA 2 1658, 2081
Pamil GRACGYC 2 18,1973
PauAl RCATGAY. 2 27,547
PauAll TITARA 3 1302, 1321, 2013
PraAl GRGYRCC 3 287, 1384, 2667
PraAll CA'TATG 1 2
Prall GCATG"C 1 27
Pinbl ATGCAT 1 153
PlaAll GT*AC 1 1916




[image: image11.png]320 |Pletst CGAT*CG 2 1806, 2002
321_| Ppaall TACGA 5 57,117, 643, 2087, 2663
322_|Ppel GGGCCAC 1 15
323_|pputol ATGCAT 1 149
324_|ppu: GAATTC 2 53,9
325_|pshal ATATAAT 3 314,373, 1608
3% _|Psp124B1 GAGCT*C 1 135
327_|Pspia0sl AASCGTT 2 1662, 2035
325_|Pspoml G+6GCCC 1

329 |psti CTGCA"G) 1

330_|Psuts CGATACG 2

31| PsuAl YAC'GTR 1

32| Punall RCATGAY. 2

35| Pvuzal CAGACTG 2

334 |Pval CGATACG 2

335 | puull CAGACTG 2

33| Real TACATGA 2

357 |RiAl GTCGAC 1

336 |RaFl AGT*ACT 1

339 |Rmal CTAG 5

340_|Rsal GTAC 1

31 |Rshl CGATACG 2

342_|Rspxt TACATGA 2

3 _|Rsl GRAATTC 2

34|t GTCGAC 1

345 sacl GAGCT"C 1

346 sacll cceerGe 1

347_| sachl GRGCYAC 3

46| sal GTCGAC 1

349 _[sapt CTGCA"G) 1

360_| SauBMKI GCCAGGE 1

361 sautipl GCCAGGE 1

362 saulpl GCCAGGE 1

353 | saull GCCAGGC 1




[image: image12.png]354 | saust GCCAGGC 1

355 |son CCTGCAGG 1

356 | scal AGT*ACT 1

557 scell GACCGGC 1

5| sdal CCTGCAGG 1

55 | sdul GDGCHAC 5 15, 135, 861, 2022, 2107,
2705

50| sect CRCHNGG 5 35,47, 202, 703, 2977

s51_|senpTrabi cceerGe 1 E)

s52_|senpTisl CGGCCE 3 32,44,103

353 | sepl ATGCA'T 1

54| sexsl cceerGe 1

35| sexcl cceerGe 1

6| stol CHTRYAG 5

se7_|stel CHTRYAG 5

EHED CTGCA"G) 1

ses | straoal cceerGe 1

570 |sarsi cC6Cr66 1 )

571 Grawice 2 1574, 1796

B2 ACCWGE 5 281, 569, 690, 703, 2975

57 |swrmm GCCAGGE 1 £

574 |smil CATYRAG 5 74,157, 643, 911, 1188,
2055

575 | smuel Grawice 2 1574, 1796

576 | snil cCwiGe, 5 283, 571,692, 705, 2975

577 snol GTGCAC 2 57,2103

578 | spahl GeATG"C 1 27

575 | spel ACTAGT 1 0

530 | spni GeATG"C 1 27

531 | spul cC6Cr66 1 )

552 | sruanl ATATAAT 3 314,373, 1608

ENEN TITARA 3 1302, 1321, 2013




[image: image13.png]84| ssessar CCTGCAGE 0 7
EED cCwiGe, 5 283, 571, 692, 705, 2975
56| ssol GRAATTC 2 53,9
57| ssps2s0l GACGTC 1 El
55| sspAl ~CCWGS 5 281, 569, 690, 703, 2976
55 |sspl AAT-ATT 2 2240, 2422
so0_|ssti GAGCT"C 1 135
so1_|sst cceerGe 1 )
) cCwiGe, 5 283, 571, 692, 705, 2975
w3 CrCVNGG 1 £
s TACGA 5 57,117, 643, 2087, 2663
s95 cCwiGe, 5 283, 571,692, 705, 2975
s |7l GRAWTC 2 78,518
so7_|Truzot RAGATCY. 5 195, 1281, 1293, 2061,
s |Tspaal TACGA 5 17, 643, 2087, 2663
s99 |Tspaan TACGA 5 17, 643, 2087, 2663
400 |Tspasi ~GTSAC 5 473, 1692, 1903, 2603, 2990
401 |Tspeel ‘GCCHNNNAHGGC 4 40,43, 1556, 2874
02| Tinmal TACGA 5 57,117, 643, 2087, 2663
403 |Vhadoal CATTAAG 1 7
m GTGCAC 2 57,2103
405 ~cawice 2 1573, 1795
406 ~cawice 2 1573, 1795
a7 ATATAAT 3 314,373, 1608
o GTCGAC 1 6
405 RAGATCY. 5 184, 1195, 1281, 1293, 2061,
278

410 |xmai CGGCCE 3 32,44,103

Xmnl GAANNANTTC 1
12| Xoril CGATACG 2
413 Yen! CTGCA"G) 1
14| zant cCwiGe, 5 283, 571, 692, 705, 2975
415 |zsp21 ATGCA'T 1 153





